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Figure S1 Maximum Parsimonious phylogenetic tree reconstructed from COI+16S+H3
genes of Gasteracanthinae and outgroups. Nodal support values are labeled as

Jackknife support.
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Figure S2 Bayesian inference phylogenetic tree reconstructed from COI+16S+H3

genes of Gasteracanthinae and outgroups. Nodal support values are labeled as
Bayesian posterior probability.
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Figure S5 Ultrametric tree reconstructed from 454 bp of 16S gene showing
clusters of OTUs as suggested by morphological identification, and three
molecular species delimitation algorithms. Nodal support values are labeled as
Bayesian posterior probability.
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Figure S6 Ultrametric tree reconstructed from 328 bp of H3 gene showing
clusters of OTUs as suggested by morphological identification, and three
molecular species delimitation algorithms. Nodal support values are labeled as

Bayesian posterior probability.



