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A AC T T T A T AC T T T A T T T T CG GA A T T T GAGC T GGT T T AC T T GGA ACA T C T C T A AGAC T T T T A A T T CGAGCA  70

20 40 60

A AC T T T A T A T T T T A T T T T T G GA A T T T GAGC AGGA A T A T T A GG T ACA T C T T T A AG T T T AC T T A T T CGAGCA  70
- ACA T T A T AC T T T A T T T T T G G TG T T T GAGC T GGA A T A T T A GGA AC T T CC T T A AGA T T A T T A A T T CGAGCA  69
- ACA T T A T AC T T T A T T T T T G G TG T T T GAGC T GGA A T A T T A GGA AC T T CC T T A AGA T T A T T A A T T CGAGCA  69
A ACA T T A T AC T T T A T T T T T G G TG T T T GAGC T GGA A T A T T A GGA AC T T CC T T A AGA T T A T T A A T T CGAGCA  70
A ACA T T A T A T T T T A T T T T T G GA A T T T GAGC AGGA A TG T T A GG T ACA T C T T T A AG T T T A T T A A T T CGAGCA  70
A AC T T T A T AC T T T A T T T T CG GA A T T T GAGC T GGT T T AC T T GGA ACA T C T C T A AGAC T T T T A A T T CGAGCA  70
A ACA T T A T A T T T T A T T T T T G GAG T A T GAGC T GGA A T AC T A GGA ACA T CA T T A AG T C T AC T A A T T CGAGC T  70

A ACA T T A T AC T T T A T T T T T G GAN T T T GAGC T GGA A T A T T A GGA ACA T C T T T A AGA T T A T T A A T T CGAGCA
100%

GA A T T AGGA A C T AC T GA A T C T T T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT T ACA GC T CA TGCC T  140

80 100 120 140

GA A T T AGGA A CACC T GGA T C A T T A A T T GG T GA TGA T CA A A T T T A T A A T AC A A T T GT T ACA GC T CACGC T T  140
GA A T T AGGA A C T CCCGGA T C T T T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT A ACA GC T CA TGC T T  139
GA A T T AGGA A C T CCCGGA T C T T T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT A ACA GC T CA TGC T T  139
GA A T T AGGA A C T CCCGGA T C T T T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT A ACA GC T CA TGC T T  140
GA A T T AGGA A C T CC T GGA T C T C T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT T ACA GC T CA TGC T T  140
GA A T T AGGA A C T AC T GA A T C T T T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT T ACA GC T CA TGCC T  140
GA A T T AGGA A C T CC T GGA T C T T T A A T T GG T GA TGA T CA A A T T T A T A A T AC T A T T GT A ACA GCCCA TGC T T  140

GA A T T AGGA A C T CC T GGA T C T T T A A T T GGA GA TGA T CA A A T T T A T A A T AC T A T T GT N ACA GC T CA TGC T T
100%

T T A T T A T A A T T T T T T T T A T A G T A A T ACCA A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACCAC T A A T  210

160 180 200

T C A T T A T A A T T T T T T T T A T A G T A A T ACC T A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACC T T T A A T  210
T T A T T A T A A T T T T C T T T A T A G T T A TGCC T A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACC T C T A A T  209
T T A T T A T A A T T T T C T T T A T A G T T A T ACCCA T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACC T C T A A T  209
T T A T T A T A A T T T T C T T T A T A G T T A TGCC T A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACC T C T A A T  210
T T A T T A T A A T T T T T T T T A T A G T A A T ACC T A T T A T A A T T GG TGG T T T TGGA A A T T GA T T AG T ACCC T T A A T  210
T T A T T A T A A T T T T T T T T A T A G T A A T ACCA A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACCAC T A A T  210
T T A T T A T A A T T T T T T T T A T A G T T A T ACC T A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACCA T T A A T  210

T T A T T A T A A T T T T T T T T A T A G T N A T ACC T A T T A T A A T T GG AGGA T T TGGA A A T T GA T T AG T ACC T C T A A T
100%

A T T AGGCGCC CCAGA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T T T GAC T T C T CCC CCCG T CA A T T  280

220 240 260 280

A T T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T C T GAC T T C T ACC CCCC T C T A T T  280
A T T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T T T GAC T T C T T CC ACC T T CA A T C  279
A T T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T T T GAC T T C T T CC ACC T T CA A T C  279
A T T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T T T GAC T T C T T CC ACC T T CA A T C  280
AC T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T C T GA T T AC T T CC CCCC T CA A T T  280
A T T AGGCGCC CCAGA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T T T GAC T T C T CCC CCCG T CA A T T  280
AC T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A ACA A T A T A AGA T T T T GAC T T C T ACC CCCA T C T A T T  280

A T T AGGAGC T CC T GA T A T AG C T T T CCCCCG A A T A A A T A A T A T A AGA T T T T GAC T T C T T CC CCC T T CA A T T
100%

T C T C T CC T T A T T T CA AGA AG A A T T A T T GA A AGCGGA AC AG GA ACAGGA T G A ACAGT T T AC CCCCC AC T T T  350

300 320 340

AC T C T A T T A A T T T CA AGA AG A A T T A T T GA A A A TGGA AC AG GA ACAGGA T G A ACAGT T T A T CCCCC AC T T T  350
T C T C T T T T A A T T T CA AGA AG A A T T A T T GA A A A TGGA AC TG GA ACAGGA T G A ACAGT A T A T CCCCC AC T T T  349
T C T C T T T T A A T T T CA AGA AG A A T T A T T GA A A A TGGA AC TG GA ACAGGA T G A ACAGT A T AC CCCCC AC T T T  349
T C T C T T T T A A T T T CA AGA AG A A T T A T T GA A A A TGGA AC TG GA ACAGGA T G A ACAGT A T A T CCCCC AC T T T  350
T C T C T CC T A A T T T CA AGA AG A A T T A T T GA A A A TGGA AC AG GT ACAGGA T G A ACAGT T T AC CCCCC AC T T T  350
T C T C T CC T T A T T T CA AGA AG A A T T A T T GA A AGCGGA AC AG GA ACAGGA T G A ACAGT T T AC CCCCC AC T T T  350
AC T C T T T T A A T T T C T AGA AG A A T T A T T GA A A A TGGA AC AG GA ACAGGA T G A ACAGT T T AC CCCCC AC T T T  350

T C T C T T T T A A T T T CA AGA AG A A T T A T T GA A A A TGGA AC AG GA ACAGGA T G A ACAGT T T AC CCCCC AC T T T
100%

CA T CA A A T A T CGCCCA T AGA GGA AGA T CAG T AGA T C T T T C A A T T T T TGCC C T AC A T T T AG C T GGA A T T T C  420

360 380 400 420

CA T C T A A T A T TGCCCA T AG T GGA AGA T C T G T AGA T C T T T C A A T T T T C T C T C T CC AC T T AG C T GG T A T T T C  420
CA T C T A A T A T CGC T CA T AG T GGT AGT T CAG T AGA T C T T T C A A T T T T T T C T C T T C A T C T AG C T GGA A T T T C  419
CA T CC A A T A T TGCCCA TGG T GGT AGT T CAG T AGA T C T T T C A A T T T T T T C T C T T C A T C T AG C T GGA A T T T C  419
CA T C T A A T A T CGC T CA T AG T GGT AGT T CAG T AGA T C T T T C A A T T T T T T C T C T T C A T C T AG C T GGA A T T T C  420
CA T C T A A T A T CGC T CA TGGC GGT AGA T C T G T AGA T C T T T C A A T C T T T T C T C T T C A T T T AG C T GG T A T T T C  420
CA T CA A A T A T CGCCCA T AGA GGA AGA T CAG T AGA T C T T T C A A T T T T TGCC C T AC A T T T AG C T GGA A T T T C  420
CA T CC A A T A T TGCCCACGG T GGCAGA T C T G T AGA T C T A T C A A T T T T C T CC C T T C A T C T T G C T GGA A T T T C  420

CA T C T A A T A T CGCCCA T AG T GGT AGA T CAG T AGA T C T T T C A A T T T T T T C T C T T C A T N T AG C T GGA A T T T C
100%

C T CA A T T T T A GGAGC T A T T A A T T T T A T T AC CAC T A T T A T T A A T A T ACGAC C T A A A A A T A T A T CCC T T GA T  490

440 460 480

T T CA A T T T T A GGAGC T A T T A A T T T CA T T AC A AC T A T CA T T A A T A T ACGAC C T A A A A A T A T A T C T T T T GA T  490
T T CA A T T T T A GGAGCA A T T A A T T T T A T T AC T AC T A T T A T T A A T A T ACGAC C T A A A A A T A T A T CC T T T GA T  489
T T CA A T T T T A GGAGC T A T T A A T T T T A T T AC T AC T A T T A T T A A T A T ACGAC C T A A A A A T A T A T CC T T T GA T  489
T T CA A T T T T A GGAGCA A T T A A T T T T A T T AC T AC T A T T A T T A A T A T ACGAC C T A A A A A T A T A T CC T T T GA T  490
A T CA A T T T T A GGAGCA A T T A A T T T T A T T AC CACCA T T A T T A AC A T ACGAC C T A A A A A T A T A T CA T T T GA T  490
C T CA A T T T T A GGAGC T A T T A A T T T T A T T AC CAC T A T T A T T A A T A T ACGAC C T A A A A A T A T A T CCC T T GA T  490
C T CA A T T T T A GGAGC T A T T A A T T T CA T T AC A AC T A T T A T T A A T A T ACGAC C T A A A A ACA T A T C T T T AGA T  490

T T CA A T T T T A GGAGC T A T T A A T T T T A T T AC N AC T A T T A T T A A T A T ACGAC C T A A A A A T A T A T CC T T T GA T
100%
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CA A A T ACC AC T A T T CG T A T G AGC T GT T GGA A T T AC TGC T C T T T T A T T A T T A T T A T CAC T T CC TG T C T T AG  560

500 520 540 560

CA A A T ACC T T T A T T T G T A T G AGC T GT T GGA A T T AC AGC T T T A T T A T T AC T T C T A T C T T T A CCCG T A T T AG  560
CA A A T ACC T T T A T T T G T T T G AGCCGT T GGA A T T AC AGC T C T T T T AC T AC T T T T A T C T T T A CC TG T T C T AG  559
CA A A T ACC T T T A T T T G T T T G AGCCGT T GGA A T T AC AGC T C T T T T AC T AC T T T T A T C T T T A CC TG T T C T AG  559
CA A A T ACC T T T A T T T G T T T G AGCCGT T GGA A T T AC AGC T C T T T T AC T AC T T T T A T C T T T A CC TG T T C T AG  560
CA A A T ACC T T T A T T CG T A T G AGC T GT AGGA A T T AC AGC T C T T T T A T T AC T C T T A T C T T T A CC AG T T T T AG  560
CA A A T ACC AC T A T T CG T A T G AGC T GT T GGA A T T AC TGC T C T T T T A T T A T T A T T A T CAC T T CC TG T C T T AG  560
CA A A T A T C A T T A T T CG T A T G AGCAGT AGG T A T T AC AGC T C T T C T T T T AC T CC T A T CA T T A CC AG T A T T AG  560

CA A A T ACC T T T A T T NG T A T G AGC T GT T GGA A T T AC AGC T C T T T T A T T AC T T T T A T C T T T A CC TG T T T T AG
100%

C T GG T GC T A T T AC T A T AC T T T T A AC T GACC GA A A T T T A A A T AC T T C T T T T T T T GACCC T A T T GGAGGAGG  630

580 600 620

C T GGAGC T A T T AC A A T AC T T T T A AC T GA T C GA A A T T T A A A CAC T T CC T T T T T T GACCCA A T T GG T GGAGG  630
CAGGAGC T A T T ACCA T A T T A T T A AC T GA T C GA A A T T T A A A T AC T T CC T T T T T T GA T CC T G T T GG T GGGGG  629
CAGGAGC T A T T ACCA T A T T A T T A AC T GA T C GA A A T T T A A A T AC T T CC T T T T T T GA T CC T G T T GG T GGAGG  629
CAGGAGC T A T T ACCA T A T T A T T A AC T GA T C GA A A T T T A A A T AC T T CC T T T T T T GA T CC T G T T GG T GGGGG  630
CAGGAGC T A T T AC A A T AC T T T T A ACAGA T C GA A AC T T A A A T ACC T CC T T T T T T GA T CC T G T T GGAGGAGG  630
C T GG T GC T A T T AC T A T AC T T T T A AC T GACC GA A A T T T A A A T AC T T C T T T T T T T GACCC T A T T GGAGGAGG  630
C T GGAGC T A T T AC A A T AC T T T T A ACAGA T C G T A AC T T A A A T AC T T CC T T C T T T GA T CC T A T T GGAGGAGG  630

CNGGAGC T A T T ACN A T AC T T T T A AC T GA T C GA A A T T T A A A T AC T T CC T T T T T T GA T CC T N T T GGNGGAGG
100%

AGA T CC T A T T T T A T A T CA AC A T T T A T T T  658

640

AGA T CC T A T T C T T T A T CA AC A T T T A T T T  658
AGACCCCA T T C T T T A T CA AC AC - - - - - -   651
AGACCCCA T T C T T T A T CA AC AC - - - - - -   651
AGACCCCA T T C T T T A T CA AC AC T T A T T T  658
AGA T CC T A T C C T C T A T CA AC A T T T A T T T  658
AGA T CC T A T T T T A T A T CA AC A T T T A T T T  658
AGA T CC T A T T T T A T ACCA AC A T T T A T T T  658

AGA T CC T A T T C T T T A T CA AC A T T T A T T T
100%
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